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Flavour Stability through Food Processing and Storag




TO BEER STALING

ELUCIDATION OF THE PATHWAYS LEADING

Methional (potato)

b-Damascenondred fruit)
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Polyfunctional thiols (onion, empyreumatic, ribes)
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THE POLYPHENOL PARADOX
IN ALCOHOLIC BEVERAGES

A beer and wine paradox ?

Patent n° EP1894473viethod to increase the antioxidant activity

of chocolate (with Puratos)

Patent n° W0O2008 068344pent hop products, their content in

stilbenes and their use as antioxidant for comespbbduction (with AB-Inbev

Malt and beer analyses, yeast propagatio

consultance for improving the process,
microbrewery, ..
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| Yeast In more detalls ....




Yeast genotype and phenotype

* Phenotypic and genotypic characterization
of brewing yeast¢sulphur compounds, 4-
VG, esters, consumption of amino acids.. -

AFLP)

* Biotransformation of flavours by yeast
(glycosides hydrolysis, aldehydes reduction,
b-damascenone, 2 -aminoacetophenone,
alkenals + hydrogen sulfide...)




Amplified Fragment-Length Polymorphism, a New Method for
the Analysis of Brewer’s Yeast DNA Polymorphism

Philippe Perpete, Unité de Brasserie et des Industries Alimentaires, Université Catholique de Louvain, B-1348
Louvain-la-Neuve, Belgium; Pierre Van Cutsem and Christophe Boutte, Unité de Recherche en Biologie Végétale,
Facultés Universitaires Notre-Dame de la Paix, B-5000 Namur, Belgium; Anne-Marie Colson-Corbisier, Unité de
Mtcroblologze Mycothéque de L’UCL, Université Catholique de Louvain, B-1348 Louvain-la-Neuve, Belgium; and

Sonia Collin,' Unité de Brasserie et des Industries Alimentaires, Université Catholique de Louvain, B-1348 Louvain-la-
Neuve, Belgium

ABSTRACT
1. Am. Soc. Brew. Chem. 59(4):195-200, 2001

This study sought to confirm the utility of amplified fragment-length
polymorphism for identifying brewery yeast strains. Our results were
promising, since single primer pairs can be used to distinguish most yeast
strains. The use of several primer pairs, however, should still increase the
method’s reproducibility. Furthermore, this technique yields quantitative
data on genetic polymorphism. Among the 26 strains studied, we
calculated a 55% average of shared fragments. This similarity indicator
was higher for bottom-fermenting strains (72%) than for top-
fermentation yeasts (45%).

Keywords: Genetic fingerprint, Genetic similarity, Saccharomyces
cerevisiae, Yeast strain



Uptake of Amino Acids During Beer Production:
The Concept of a Critical Time Value

Philippe Perpete,' Gumer Santos, Etienne Bodart, and Sonia Collin, Unité de Brasserie et des Industries
Alimentaires, Université catholique de Louvain, Croix du Sud, 2/7, B-1348 Louvain-la-Neuve, Belgium

ABSTRACT

J. Am. Soc. Brew. Chem. 63(1):23-27, 2005

According to M. Jones and J. Pierce in 1964, amino acid uptake occurs
sequentially when Saccharomyces cerevisiae grows in a complex me-
dium, whatever the individual concentration. The objective of the current
work was to determine to what extent, under different conditions, the four
previously defined amino acid families can still be distinguished. For this
purpose, amino acid uptake was monitored during fermentation in the
presence of one ale and two lager yeasts conducted at various scales (1-L
tall EBC tubes and 1-L conical flasks) and temperatures (23 and 28°C).
Industrial production (1-hL rectangular vessel) conducted with a co-
culture of three ale yeasts was also investigated. A critical time (Tc), de-
fined as the time it takes the amino acids of group A’ (named A’ in the
current work) to be totally consumed, emerged from all our experiments.
This group coincides with the A class defined by M. Jones (aspartate,
threonine, serine, glutamate, lysine, and arginine) plus methionine and
minus arginine. Tc also corresponds with the beginning of consumption
of an amino acid group (named C’ in the current work) that includes only
glycine and alanine. All other amino acids, defining the B’ group, (named
B’ in the current work) are slowly and gradually taken up without any lag
phase.

_ Keywords: Fermentation, Permeases, Saccharomyces cerevisiae



Assessment of Added Glutathione in Yeast Propagations,
Wort Fermentations, and Beer Storage

Laurence Gijs,' Philippe Perpéte, Aurore Timmermans, Christine Guyot-Declerck, Perrine Delincé,
and Sonia Collin,? Unité de Brasserie et des Industries Alimentaires, Faculté d’Ingénierie biologique, agronomique et
environnementale, Université catholique de Louvain, Croix du Sud, 2 bte 7, B-1348 Louvain-la-Neuve, Belgium



ANALYTICAL POTENTIAL

SENSORIAL PLATFORM :
GC-Olfactometry
GC-mass spectrometry

9 GC including static HS, Purge and Trap, SPME, on
column&split/splittess AND  FID, NPD, PFPD, Sievers)

6 HPLC including absorption UV, diode array, fluorescence,
refractometer AND HPLC/MS": ESI & APCI

Semi-preparative HPLC
Antioxidant assays (AAPH, ..)
Sensorial analysis (10 pers.)

BREWING TECHNOLOGY PLATFORM :
Fermentors/propagators : 300 & 30 L

Beer production : 50L micro-brewery, 2001 mash filter, continous
centrifugation

Yeast library
-80<C revco, microscopes, PCR, ultracentrifugators, ..







