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Identification of new plant and yeast genes by genomics

and proteomics approaches

SENIOR SCIENTISTS:

Research Field and Subjects

This research group is involved in the systematic analysis of
genomes and genome expression of several organisms.
Deciphering whole genomes gives access to genes, functions
and hence applications not reached by other approaches.

We have DNA sequencing facilities allowing the analysis of
whole genomes (at the genomic or cDNA level). We have also
developed facilities for systematic protein analysis by 1D or 2D
gel electrophoresis, HPLC and sequencing.

Our current projects aim at identifying genes and proteins that
are differently expressed according to the cell type and the envi-
ronmental factors.

Products and Services

» DNA sequencing service
» Protein sequencing service
» Protein analysis by 1D and 2D gel electrophoresis

Main Equipment

» DNA sequencer ABI Genetic analyzer 3100

» Protein sequencer ABI 477

» IPGphor

» Image scanner

» All present-day molecular biology and biochemistry equip-
ments
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